
S6. List of the 20 most frequent bacterial OTUs obtained from Latonia nigriventer skin samples in Yesod HaMa’ala. Ac = Actinobacteria; Ae = Aeromonadaceae; Al = Alphaproteobacteria; Ba = Bacteroidetes; Be = Betaproteobacteria; C = Caulobacteriaceae; E= Enterobacteriaceae; F = Flavobacteriaceae; G = Gammaproteobacteria; Mi = Micrococcaceae; Mo = Moraxellaceae; P = Pseudomonadaceae; S = Sphingobacteriaceae.
	OTU ID
	Family
	Phylum
	OTU as identified by the  Silva 119 database
	Closest NCBI database match
	Closest NCBI accession number(s)
	Identity (%)
	No. of reads

	AB062283.1.1345
	Mo
	G
	Acinetobacter sp.
	Acinetobacter sp.
	NZ_KB849207; NZ_KB849210; NZ_KB849212; NZ_KB849213; NZ_KB849805;
	100
	454

	AMQL01000001.12248.13793
	E
	G
	Hafnia sp.
	Hafnia alvei FB1, complete genome
	NZ_KE007359
	100
	323

	CU923598.1.1358
	Mo
	G
	Acinetobacter sp.
	Acinetobacter johnsonii
	NZ_KB849229; NZ_KB849230; NZ_KB849234; NZ_KB849236; NZ_KB849237; NZ_KB849238
	100
	1486

	DQ272319.1.1440
	F
	Ba
	Chryseobacterium sp.
	Chryseobacterium sp.
	NZ_JPRI01000006; NZ_CCAV010000015
	99
	468

	EF010981.1.1437
	Ae
	G
	D_2__Gammaproteobacteria
	Aeromonas sp.
	NC_008570; NC_009348
	100
	807

	EF441885.1.1322
	C
	Al
	Brevundimonas sp.
	Brevundimonas sp.
	NZ_JNIX01000007; NZ_AUAO01000001
	98
	1522

	EU774946.1.1391
	P
	G
	Pseudomonas sp.
	Pseudomonas sp.
	NC_004129; NC_007005; NC_004578; NC_002947; NC_015556; NZ_AMZE01000125; NZ_AQSQ01000013; NC_008027; NC_016830
	99
	489

	FJ404760.1.1489
	E
	G
	Pantoea sp.
	Pantoea sp.
	NZ_AVSS01000032; NC_016816
	100
	383

	FJ950618.1.1449
	P
	G
	Pseudomonas sp.
	Pseudomonas sp.
	NZ_JFHD01000104; NC_002947; NC_015556
	100
	390

	FJ976568.1.1388
	Mo
	G
	Acinetobacter calcoaceticus
	Acinetobacter sp.
	NC_014259; NC_016603
	100
	1955

	FQ859183.1179124.1180623
	F
	Ba
	
	Flavobacterium sp.
	NZ_JPRM01000023; NZ_JPRL01000002; NZ_JATV01000001; NC_016001
	99
	397

	HM480364.1.1429
	F
	Ba
	Elizabethkingia sp.
	Elizabethkingia anophelis NUHP1, complete genome
	NZ_CP007547
	100
	1246

	HQ728209.1.1508
	E
	G
	Pantoea sp.
	Pantoea sp.;                                          Erwinia billingiae;                      Cronobacter sakazakii
	NZ_AVSS01000032; NC_016816; NC_014306; NC_009778
	99
	2998

	JF163668.1.1348
	Mi
	Ac
	Kocuria sp.
	Kocuria palustris PEL contig 44, whole genome shotgun sequence
	NZ_ANHZ02000044
	100
	346

	JQ691706.1.1490
	P
	G
	Pseudomonas fluorescens
	Pseudomonas fluorescens SBW25 complete genome
	NC_012660
	99
	1308

	KC119153.1.1465
	S
	Ba
	Spingobacterium sp.
	–
	–
	92
	342

	KC734243.1.1310
	F
	Ba
	Chryseobacterium sp.
	Chryseobacterium sp.
	NZ_JPRI01000006; NZ_CCAV010000015; NZ_GL379784
	99
	3435

	KC876053.1.1365
	F
	Ba
	Chryseobacterium sp.
	Chryseobacterium sp.
	NZ_GL379784
	99
	443

	New.ReferenceOTU1016
	–
	Be
	D_4__Comamonadaceae
	–
	–
	96
	728

	New.ReferenceOTU426
	F
	Ba
	D_4__Flavobacteriaceae
	–
	–
	95
	349
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